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Acr00260 type II-C MDEIDDLSDLPMPRFIWGFAIFTPKGGEVMHDEFEYLTHTRAPRFTCRVVELEDMPVDSEESGIDGRIVHYDEPG.....RLFYISDAGIALVNFELFDKVPE.. 98
Acr00259 type II-C MDEIDDLSDLPMPRFIWGFAIFTPKGGEVMHDEFEYLTHTRAPRFTCRVVELEDMPVDSEESGIDGRIVHYDEPG.....RLFYISDAGIALVNFELFDKVPE.. 98
Acr00261 type II-C MDEIDDLSDLPMPRFIWGFAIFTPKGGEVMHDEFEYLTHTRAPRFTCRVVELEDMPVDSEETGIDGRIVHYDEPG.....RLFYISDAGIALVNFELFDKVPE.. 98
Acr00248 type II-C MDEIDDLSDLPMPRFIWGFAIFTPKGGEVMHDEFEYLTHTRSPRFTCRVVELEDMPADSEESGIDGRIVHYDEPG.....RLFYITDAGLALVNFELFDNLPD.. 98
Acr00305 type II-C ..........................MKITSSNFATIATSEN......FAKLSVLPKNHREP.IKG...LFKSAV.....EQFSSARD...FFKNENYSKELA.. 59
Acr00013 type I-D .....................MRNMGYQDIPNEIIKLSEKYVKIVGERKNIFKTLRRKSIEKKIIEKFEKFCDIIPLYILENILKPNNVFEYSFEKSYKNKSEKI 84
consensus ***************************************** ************** ***!**!*********** ***********************
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Acr00260 type II-C KQKLKKICDEAIENWMLRRDFLDSEEGEED.. 128
Acr00259 type II-C KQKLKKICDEAIENWMLRRDFLDSEEGEEG.. 128
Acr00261 type II-C KQKLKKICDEAIENWMLRRDFLDSEEGEED.. 128
Acr00248 type II-C KNKLKKVCDEAIENWLLRRDFLDSEEGEED.. 128
Acr00305 type II-C EKFNKEAVNEAVEKLQKAIDLAE.KQGIQF.. 88
Acr00013 type I-D EVITKARLKFKYENYELKLLSVKFEKSINLIS 116
consensus ****!*******!****************

X non conserved

X similar

X ≥ 50% conserved


