
logo

MHHTIARMNAFNKAFANAKDCYKKMQAWHLLNKPKHAFFPMALQNYETYKPSAKTLRWDHLKNRDGIYLRAHALEKSYEILLKRAGYEGKCKTEKSDRAMWHKTI
K
Q

L
D
A
L
S

I
NL
M
E
R
S
F
H
R
W

A
L
T
Y

I
Q
S
Y

H
M
L
A
N
Y
I
L
G
A
S
E
A
C
D
W

A
P
Q
R

N
Q
K
M
R
T
V

I
L
T
V

G
H
N

E
I
L

A
N
Y

Q
R
V

K
L
Q

D
K
V

E
G
I

R
E
A
E
I
K

L
M
I
G
I
K
T

N
T
D
C
E
F
F
T
K
E
S
I
L
N
I
G
P
S
V

D
I
S
T

A
T
D
D
K
N
T

E
T
P
K
T
V

Acr00085 type I-F .....................................................................MSHASHNGEAPKRI.......EAMTTFTSIVTTNP. 28
Acr00311 type V-A MHHTIARMNAFNKAFANAKDCYKKMQAWHLLNKPKHAFFPMQNTPALDNGLAALYELRGGKEDAHILSILSRLYLYGAWRNTLGIYQLDEEIIKDCKELPDDTPT 105
Acr00116 type I-F ........................................MAYEKTWHRDYAAESLKRAETSRWTQDANLEWTQLALECAQVVHLARQVGEELGNEKIIGIADTV 65
Acr00029 type I-D ........................................MLYYSKRLKILRHEKIKRYKCKRMKKDLNMRFYIMYISDQKMTNENVKKIRKIIDFFINSSDKEK 65
consensus * * * **** **** * * **** **** *** * * * ***** ** *

logo

E
L
S

S
I
F
N
T

F
I
L

D
N
E
A
F
K
L

G
H
P
D
G
L
S

F
L
Q
W

A
C
E
L

F
V
T
R
Y
G
R
V
D
R
E
A
I
P
T

C
G
I
S

E
S
Y

A
I
K

L
Q
R

G
I
A
M
Q
T

P
Q
T
A
K
F
N
Q
D
S
T
D
GVA

H
K
L
H
I
L

A
I
L

K
S
T
V

A
G
T
F
L
R
Y

E
F
L
W

A
D
E
A
I
L
R

F
W
Y
D
G
T

IVEMNGI
V
N
S
HDVLDFVVDTDTDDNVYVPQSPF I LSSEGLQALS ISVVYADREDER

V

F
L
M
V

A
D
K
N

A
I
N
Y

A
G
I
K

I
V
A
A
I
S
W

L
Y
Q
E
F
L
D
K
N
T

S
D
G
D
D
T
E
K
S
NTL IKGLLPYLL

Acr00085 type I-F ....DFGGFEFYVEAG....QQFDD......SAYEEAY......GVS.................VPS........AVVEEMNAKAAQLKDGE............. 75
Acr00311 type V-A SIFLNLPDWCVYVDISSAQIATFDDGVAKHIKGFWAIYDIVEMNGINHDVLDFVVDTDTDDNVYVPQPFILSSGQSVAEVLDYGASLFDDDTSNTLIKGLLPYLL 210
Acr00116 type I-F LSTIEAHSQATYRRPCYKRITTAQT..HLLAVTLLERFG.....................................SARRVANAVWQLTDDE............. 118
Acr00029 type I-D EINFEKPLLLTRGETIEILGMPKNS....ILTTRFDLWT..................................ELLIYDDFKIIIIYENSDDK............ 120
consensus * ** * * **** * **** ********* ** ** ***** ** ** ***

logo

V
W
F
I
L
C
D
K
N

I
Q
V
S
Y
A
E
H
K
A
E
I
P

A
D
K

I
L
M
T
K
Y
K
N
GLPVSREELTRPKHS INKKTGAFVTPSEPF IYQIGERLGSEVRRYQS I IDGEQKRNRPHTKRPHIRRGHWHGYWQGTGQAKEFRVRWQPAVFV

Acr00085 type I-F WLNVSHEA................................................................................................. 83
Acr00311 type V-A WLCVAEPDITYKGLPVSREELTRPKHSINKKTGAFVTPSEPFIYQIGERLGSEVRRYQSIIDGEQKRNRPHTKRPHIRRGHWHGYWQGTGQAKEFRVRWQPAVFV 315
Acr00116 type I-F .IDQAKA.................................................................................................. 124
Acr00029 type I-D VFKIYKIKLMKN............................................................................................. 132
consensus ** *** *

logo

NSGRVSS
Acr00085 type I-F ....... 83
Acr00311 type V-A NSGRVSS 322
Acr00116 type I-F ....... 124
Acr00029 type I-D ....... 132
consensus

X non conserved

X similar

X ≥ 50% conserved


