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LEKDVAGDECELGLQINPAGDNSEKVFLWQEEKSAQVFLEKQAIYSYFLVADKDEPF
Acr00316 type VI-A ..MIYYIKDLKVKGKIFENLMNKEAVEGLITFLKKAEFEIYSRENYSKYNKWFEMWKSPTSSLVFWKNYSFRCHLLFVIEKDGECLGIPASVFESVLQIYLADPF 103
Acr00315 type VI-A ................MEKIK........LICLRINNDELITTDK....DEWLKFIKRHRGKVSSIEQFNWK...............IPGNKLQKALEYSFDE.. 60
Acr00213 type II-A MGYIGTKRSERSQDAIEDYEVPLNHFNKDLIQAFIDENEAYDTLKTKKVRLWKFVAPRAGATSWHHTGTYYNKTDHYSLEKVADELLQNGDEWEEQFKAYVKE.. 103
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Acr00316 type VI-A APDTKELFVEVCNLYECLADVTVVEHFEAEESAWHKLTHNETEVSKRVYSKDDDELLKYIPEF.LDTIATNKKSQKYNQIQGKIQEINKEIATLYESSEDYIFTE 207
Acr00315 type VI-A .............LYK..........FKQKE......NRRETD.............................................................. 74
Acr00213 type II-A ...........................EQETATSEPVFLSVIKVQIWGGSMKRPKLVGHEVVMGVKKEGWLHAVSKATQSKYKLSANKVEMQKHYSLEDYSALTK 181
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Acr00316 type VI-A YVSNLYRESAKLEQHSKQILKE 229
Acr00315 type VI-A ...................... 74
Acr00213 type II-A DFPEFKAQKRAINKKMKEMYN. 202
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